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MEEX :

GCDH (EC 1.1.1.47) f4LD-# & ¥EFINAD(P) A4 iD- ] & TR FINAD(P)H, K EAFLE T =1 55 340 1) A
FHEACEEAT I o AR AR A P T FIGCDH, AN B SR SBT3 s R R I & |
T LA B3 1 60 267 W T 5 45 1 5 A PP 50 R R A5 e — o

REAMS B BT, GCDH . RUA 4 i 5 (R S L 1 A8 i G

MEFRIE:
GCDH 4k D- % B fl NAD 4 1%, D-7%i %) B8 Al NADH, 7F 340nm Fill52 NADH F &, Byt
GCDH % .

mEEHMUENRR:
LI BB O, WA 1 mL A IEE I, AR DRI K

RIALE R FOECH «

BB 60mLx1 i, 4 CLRAT;
WA= Witk 47.5 mLx1 M, 4CHLRAE
BRI BAix1 iR, -20° CORAF

HARRETRE:

HAFTALTE: HRALURE (@) ¢ IRBURIETI(mL) )Y 1: 5~10 FIELG] CECHRENZ) 0.1g 4444, HA 1mL
PR, FEATUKIB I . 8000g 4°CELy 10min, HX i, BUK AR,

N A BB R AN A A A . SR A B AN B B B0 N, B0 e I i BRI AN B kgl i A (100
A IR (mL) 24 500~1000: 1 fFERA (I 500 JTAHBE BRI ImL SRENED, 7 B A
AN BN (UKIE, ThE 20% 8 200W, 7 3s, [H]f% 10s, HE K 30 #X); 8000g 4°CES-L» 10min, HX i,
B UK AR

ME LR
L. BT 30min LA L, PHTEKE 340nm, FHIHKIHE;
2. TAEMMECH: i AR R RN — IR VAR A SERRN 3520 C IR AE, AR L
R
v B TAERET 37°CHA S k.
4, 7 ImL AL @M AN 50ul BEAHM 950uL TAEW, SLEIIRAT, 103 340nm AHIEA G Al A1
Imin J5HITOGE A2, 15 AA=A2-Al.

GCDH &Mt HE .
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A5 S A mg HEVE A B E R Inmol NADH & SCA— NS 1 514

GCDH (nmol/min/mg prot) =[AAXV K+ (exd) x109]+(V FExCpr) +T=3215xAA+Cpr

(2) FrEAEEE I

BALTE X B g ZHEVF 5 B4 K 1 nmol NADH 5E Sy — Mg /1 54r

GCDH (nmol/min /g #E) =[AAXV i+ (exd) x1091+(W xV F+V FEE)+T=3215xAA+W

(3) 220 B B AN M 2% 5 B

BN E S B 1 5N B BN MR 43 B0 A2 A 1 nmol NADH J& SUN—NBFIE 7 54T o

GCDH (nmol/min /10% cell) =[AAXV S+ (exd) x109]+(500xV #i+V FER) +T=6.43xAA

VR RNAERREARI, 1X103L; &: NADH BEE/RW R, 6.22X103L/mol /om; d: HLEAMER,
lem; V#E: IIAFEAMAEIR, 0.05mL; VFES: IMARPURATR, 1mL; T: KMEE, 1min; Cpr: F£A4
EABIKRE, mg/mL; W: FEARE, g 500: 443, 500 /7.



